Identification of a single base polymorphism in intron 2 of the c-fos gene and its detection by mismatched PCR-RFLP.
A T-->C transition in intron 2 of the c-fos gene was identified by sequencing analysis (Fig. 1). A simple method to detect this polymorphism was developed by mismatched PCR-RFLP. Allele frequency of this polymorphism was determined in the Japanese and in the Caucasian, separately.